
Para ver el texto completo de: “Are we there yet? Benchmarking low- coverage nanopore 

long-read sequencing for the assembling of mitochondrial genomes using the 

vulnerable silky shark Carcharhinus falciformis” dar click en el siguiente  enlace: 

 

 
https://bmcgenomics.biomedcentral.com/articles/10.1186/s12864-022-08482-z 


