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Abstract. Chikungunya virus infection had not been reported by the National Secretary of
Health of the State of Baja California Sur, Mexico before 2015, and until now, no information
of the disease has been published. Thus, the objective of this study was to assess the
tendency that the disease has shown since its introduction. The total number of cases in the
state was analyzed, and the incidence rate of infection was evaluated in the general population,
age groups, and gender. From 2015-2019, the year with the highest number of reported cases
was 2016 with 210 cases, but no cases were reported from 2018-2019. The gender with the
highest number of cases was female. The most affected age group was adults 45-64 years of
age.

INTRODUCTION

Worldwide, viral diseases transmitted by
vectors are classified as those with the
greatest impact on public health. Currently,
the World Health Organization (WHO) has
classified arboviruses as the priority health
problem, considering them the tenth cause
of death by infectious diseases in the world
since 1998 (WHO, 2020).

As a result of population movement,
climate change, vector resistance to
insecticides and the mosquito vector
capacity to transmit other viruses of public
health importance, the chikungunya virus
(CHIKV) was identified and considered as
emergent because it was able to spread
quickly in the American Continent since
2013 (Halstead, 2015). CHIKV contains RNA
as genetic material and belongs to the genus
Alphavirus of the Togaviridae family.

Chikungunya fever (CHIK) is a condition
that can cause acute, subacute, and chronic
disease. Acute fever is characterized by
symptoms of high temperature of 38.8°C,

headache, severe joint pain, and other
symptoms may include backache, dysfunc-
tion, myalgia, nausea, vomiting, rash, con-
junctivitis, and polyarthritis (DGE, 2017;
WHO, 2020). From 2005-2006 Reunion Island
experienced a massive outbreak; during
this epidemic the possibility of mother-to-
child transmission in the perinatal period
was revealed, causing infection up to 49%
of newborns with a high morbidity rate
(Ramful et al., 2007). Reverse transcription-
polymerase chain reaction in cerebrospinal
fluid was positive in 22 out of 24 cases, and
abnormal findings on brain magnetic
resonance imaging (14 of 25) with matter
lesions or intraparenchymal hemorrhages
or both. This serious condition is transmitted
by the vector mosquitoes Aedes aegypti

and Ae. albopictus (Halstead, 2015).
Carey (1971) who rediscovered

Christie’s work (Christie, 1881), noted that
CHIK pandemics originating in eastern Africa
had crossed the Indian Ocean at roughly
40-50-year interval: 1770s, 1824, 1871, 1902,
1923, and 1963–1964 (Carey, 1971). To those
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cycles we can now add 2005–2014.The last
two trans-Indian Ocean pandemics occurred
in the modern virologic era and have been
documented by virus isolation (Halstead,
2015). From 1963–1964, a CHIK epidemic
swept down the eastern coast of India from
Calcutta to Sri Lanka (Sarkar et al., 1965; Rao
et al., 1965; Rao, 1966).

Currently, the wide range of CHIKV
seroprevalence worldwide could be
explained by many reasons, such as climate
factors, vector control measures applied
before and during outbreaks that affected
Ae. aegypti infestation levels, the previous
population immunity level, and CHIKV strain
and genotype (Dias et al., 2018).  The CHIKV
genome sequencing confirmed the spread of
an Asian lineage strain from the Caribbean,
which suggested that although CHIKV had
circulated in the Americas since 2013, no
adaptive mutations have occurred (Kautz et

al., 2015). In recent years, the population in
Mexico has suffered from CHIKV infection.
The first confirmed case in the municipality
of Tlajomulco de Zúñiga, Jalisco, Mexico in
2014 was imported from the Caribbean
islands of Antigua and Barbuda by a 39 year-

old woman (Rivera-Ávila, 2014). Kautz et al.
(2015) mentioned that 79% of febrile illness
cases with polyarthralgia were caused by
CHIKV in Chiapas, Mexico during late 2014
when 222 cases were reported. During 2015,
an epidemiological outbreak occurred (12
588 reported cases); however, the number
of cases began to decrease (759 cases) in
2016, (64 cases) in 2017, (39 cases) in 2018,
(9 cases) in 2019 (SUIVE, 2020).

In each region of the country the disease
had behaved differently depending on the
geographical characteristics and environ-
mental conditions over time. For example,
the state of Baja California Sur (BCS) is in
the most isolated and arid region of Mexico
(Fig. 1). Despite the emerging history of
CHIKV cases in the country, little information
had been released of its severity and risks,
and the number of cases that had increased
in the last few years. These data need to
be understood and analyzed to estimate the
extent of the public health problem.
Therefore, the objective of this study was to
assess the incidence rate of CHIKV infection
in BCS in the last years.

Figure 1. Study area in Baja California Sur, Mexico.
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MATERIALS AND METHODS

Study population and data

Chikungunya virus infection data were
obtained from online databases Morbidity
Yearbooks 1984–2019, National Epidemio-
logical Surveillance System (SUIVE, 2020),
related to the total number of cases, incidence
rate, gender and age groups.

For Arbovirosis surveillance within the
Special Epidemiological Surveillance
System of Vector-Transmitted Diseases,
all data were confirmed by Chikungunya
Diagnostic Algorithm in force according
to the Guidelines for Dengue and other
Arbovirosis (InDRE, 2017) surveillance. The
stages taken into account for disease-based
surveillance in the laboratory were Acute and
Convalescent: (1) During the acute disease
detection phase of viral RNA by real-time
RT-PCR in serum samples taken in the first
five days of fever onset; (2) During the
convalescent phase of the disease (6-12 days
after fever started) performing the deter-
mination of IgM antibodies in serum sample.
In pregnant women, samples were taken
six to 30 days from the date of onset of the
symptoms, without taking into account the
acute phase (DGE, 2017).

Statistical analyses

For the analyses, Statistica 8.0 software
was used to observe tendencies in case
numbers for each age group in the study
period. Normality tests (Kolmogorov–
Smirnov test) and homogeneity of variance
(Levene’s test) were used with significance
set at p < 0.05. Incidence data were broken
down in seven age groups (Annual average
per 100 000 inhabitants) following the groups
reported by the Health Ministry and analyzed
for the general population. One-way ANOVA
was conducted on data with significant
statistical differences, using post hoc analysis
(Fisher’s Least Significant Difference Test)
to find data with statistical significance.
ANOVA was performed within age groups
across the years of study.

RESULTS

Chikungunya virus infection in Baja
California Sur was reported in 170 cases
from May to December 2015. In 2016, the
highest number of reported cases (210) was
recorded in January and February, and later
from May to November when October was
the month with the highest number of cases
(110). In 2017, only three cases of CHIKV
were reported in January and October, and
no cases were reported from 2018–2019
(Fig. 2). From 2015–2017, the gender with
the highest number of cases was female
(Fig. 2) in 2015 (102/170, 60%), in 2016
(140/210, 66.6%), and in 2017 (3/3, 100%)
(p < 0.05).

Figure 3 shows the incidence graph of
the number of CHIKV cases in the different
age groups; the statistical analyses showed
significant differences among them. The age
group from 46-64 years old was the most
affected, following those from 5-14, 24-44
and 65 and more years old; the least
affected groups were those from 15-24, < 1,
1-4 years old.

DISCUSSION

The first case of CHIKV infection in BCS
was in 2015 (SUIVE, 2020), one year after the
presence of the great hurricane Odile that
remained motionless throughout BCS for nine
days (from 9 to 18 September, 2014); possibly
the presence of this climate factor allowed
CHIKV to move from other states of Mexico
to BCS. During 2016, a greater number of
cases were recorded (210 cases). In 2017,
the number of cases substantially reduced
to three, and no cases were reported from
2018-2019. The significant decrease in cases
during these years could have been due to
various factors; some of them include the fact
that the vector control program implemented
in this region has been effective, as well as
the increase in preventive measures for
public health in schools, educational
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Figure 2. Cases of Chikungunya virus infection in Baja California Sur, Mexico, from 2015-2019.

campaigns in the media, or the absence of
intense hurricanes. Comparing our results
with those recorded in Mexico, the cases of
CHIKV have not only decreased in BCS in
recent years but also the number of cases
reported in Mexico have been decreasing
since 2016 (SUIVE, 2020), possibly for the
same reasons mentioned above.

Our results showed that from 2015–2017,
women were the most affected gender. A
possible explanation could be that women are
more exposed to the vector in our region
because a large number of them carry out
domestic outdoor activities at home, which
are the ideal sites for vector reproduction.

Another possibility is the way most women
dress in skirts or shorts because this region
has very hot temperature during the summer,
which is the season with the greatest presence
of the vector (Tovar-Zamora et al., 2019). The
results in this study were consistent with
others, such as those of Dias et al. (2018) in
Feira de Santana and RiachaÞo do Jacuiìpe,
Brazil, where the rate of symptomatic CHIKV
infections was significantly higher in women
(54/140, 38.6%) than in men (18/80, 22.5%)
(p = 0.015). These authors mentioned that
this difference possibly reflected the levels
of previous prevalence of rheumatic diseases
in women. In the island of Reunion, France,
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Figure 3. Chikungunya virus infection incidence rate in different age groups recorded
in the State of Baja California Sur, Mexico (Annual average per 100 000 inhabitants)
from 2015-2019.

the infection by the CHIKV from 2005–2006
had also greater affection in women (Renault
et al., 2007). The authors explained that
women could be more exposed to the vector
because they performed more home and
gardening activities, and backyards are
especially liable to contain vector breeding
sites. Another possible explanation might
have been the differences between clothing
for men and women regarding skin exposure,
especially ankles and legs. Pialoux et al.

(2017) mentioned that French health
authorities had collated 96 serologically
documented cases in Réunion residents
who required intensive care; 79 of these
patients were adults, and male/female sex
ratio was 1·4. In Jamaica in 2014, the Ministry
of Health tested blood samples from 137
suspected CHIKV cases by PCR. The cases
were predominantly female (59%) (Duncan
et al., 2017).

The incidence in the number of CHIKV
cases in the different age groups in this study
showed that the adult age group from 46-64
years old was the most affected. This result
could be explained because people at that
age range may start having medical
conditions (high blood pressure, diabetes,

autoimmune and rheumatic diseases, heart
failure, cancer, etc.), which make them more
vulnerable (Duncan et al., 2017; Dias et al.,
2018). Mosquitoes could be more attracted
to certain chemicals that people with these
comorbidities give off because they produce
more lactic acid or exhale more carbon
dioxide, have higher metabolism, higher body
temperature, more body odor (Geier et al.,

1996, 1999). The results in this study were
similar showing that adults were the most
affected group; Carey et al. (1969) mentioned
that during the 1964 epidemics in Vellore in
southern India, virological and serological
studies on 477 fever patients, 275 were
adults. In Jamaica during the outbreak peak
(August – October 2014), the most affected
group was adults from 25-59 years old
(62.9%); hypertension (33.7%) was the most
frequent comorbidity reported (Duncan et

al., 2017). Another study in Feira de Santana
and Riachão do Jacuípe, Brazil, the rate of
symptomatic CHIKV infections were
significantly higher in 40–59 and >60 age
groups (Dias et al., 2018). In Salvador Bahía,
Brazil, considering only the laboratory –
confirmed CHIK cases, the attack rate was
5.6 cases/100 adults > 40 years of age (Tauro
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et al., 2019). In a sero-survey done in Calcutta
City, 4.37% of 379 samples tested positive
for CHIKV where the highest rates were
observed in the 51–55 age-group, and no
cases of seropositivity were detected in
the youngest group (Ravi, 2006).

It is important to mention that in BCS,
the CHIK number of cases that have been
reported were much smaller compared to
dengue cases in the same years: 2015 (571
cases); 2016 (367 cases); 2017 (54 cases);
2018 (335 cases), and 2019 (67 cases)
(Moreno-Legorreta et al., 2015, Díaz-Castro
et al., 2017, Serrano-Pinto et al., 2017, SUIVE,
2020). However,  the reason is still unknown
since it is the same vector mosquito that
transmits both diseases. Further studies
are necessary to comment on the possibility
of a dengue and CHIKV coinfection since
the diagnostic testing algorithm routinely
performed in Mexico does not detect both
conditions at the same time.

The dissemination strategies for pre-
ventive measures for these diseases have
been effective in BCS until now. Nonetheless,
one of the main limitations continues to be
identifying the case in the first contact
with medical staff since diagnosis is
fundamentally clinical, and only the cases
of public hospitals are recorded, leaving
out those of private health providers.
Therefore, epidemiological criteria must
be considered, as well as the presence of
vectors Ae. aegypti or Ae. albopictus.
Notwithstanding the positive disease data
used in this diagnosis were verified by
molecular and biochemical analyses; no
symptom records were found for each
case, and no antibody tests were available
to report in this retrospective analysis.

Based on the above, the need to integrate
laboratory tests, data from hospitals and
clinics, epidemiological surveillance,
entomological surveys, and fumigation
activities should be reinforced. Additionally,
financial support should be obtained to carry
out national and international research to
develop technologies and strategies that
increase the effectiveness of vector control
programs, mitigate chronic symptoms of

the disease, and develop vaccines that can
be applied in vulnerable populations to
CHIKV.

CONCLUSION

Despite the few years of CHIKV infection
in BCS, Mexico (2015-2019), this diagnosis
allowed us to observe the downward
tendency shown since its introduction;
nonetheless, additional studies should be
performed to validate the CHIKV case
definition. The collection of serological
samples and their records may provide
additional information about this disease
and its natural history.
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